Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.026; wR factor = 0.089; data-to-parameter ratio = 20.6.
The dithiocarbamate anions in the title compound, [Sn(C 6 H 5 ) 2 (C 5 H 10 NS 2 ) 2 ], chelate to the Sn IV atom, which is six-coordinated in a skew-trapezoidal-bipyramidal geometry. The molecule lies across a twofold rotation axis.
Related literature
For other diphenyltin bis(dithiocarbamate) compounds, see: Alcock et al. (1992) ; Farina et al. (2001a,b) ; Hook et al. (1994) . For a discussion of the geometry of tin in diorganotin bischelates, see: Ng et al. (1987) .
Experimental
Crystal data [Sn(C 6 Table 1 Selected bond lengths (Å ).
Sn1-C1
2.167 (3) Sn1-S1
2.5820 (7) Sn1-S2 2.6910 (8)
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Experimental
Diphenyltin dichloride (10 mmol), isopropylmethylamine (10 mmol) and carbon disulfide (10 mmol) were reacted in ethanol (50 ml) at 277 K to produce a white solid. The mixture was stirred for 1 h. The solid was collected and recrystallized from ethanol.
Refinement
H atoms were placed in calculated positions (C-H = 0.93-0.98 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2-1.5U eq (C).
Figures Fig. 1 . Displacement ellipsoid plot (Barbour, 2001 ) of [Sn(C 6 H 5 ) 2 (C 5 H 10 NS 2 ) 2 ] at the 50% probability level. H atoms are drawn as spheres of arbitrary radii. Unlabelled atoms are related to labelled atoms by the symmetry operation (1 -x, y, 1/2 -z).
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